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Audience Participation

Instead of a roll call, please email tbgenotyping@cdc.gov
and let us know you are on the call

To ask question by phone, please dial *6 after presenter
unmutes the audience

After your question is answered, please dial *6 again to mute
yourself

You may also use the chat box for questions and discussion

Overview

0 Review of TB cluster definitions
0 Overview on reports and maps

0 Description of reports and maps available in TB
GIMS
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Review: TB Genotype Cluster

0 Genotype cluster
= Two or more patients with matching genotypes

= Usually restricted by place and time

0 TB GIMS cluster definition
= Two or more TB cases with matching genotypes
= Within a single county, during a 3-year time period

o TB genotype cluster may indicate
= Same or different chains of transmission
= Recent or remote transmission from the past
= Direct or indirect relationships

TB Genotype Cluster

O Cluster definition
= GENType: Spoligotype + (MIRU + MIRU2)
* E.g., GENType: G10249

= PCRType: Spoligotype + MIRU
* E.g.,PCRType: PCRO1047

Reports and Maps: Overview

0 Analytic and visual tools available in TB GIMS

0 Genotype clusters
= Defined by GENType or PCRType

0 Based on records that have genotype results linked
with their corresponding surveillance records

0 Reports and maps include data from current year and
the 10 previous calendar years




Available Reports and Maps

State List of GENTypes
National Distribution

Maps (National, State, County)
Surveillance Summary
Epidemic Curve

County List of GENTypes
Change in cluster alerts

Training Example

o For training purposes, we will use fictitious data
= State: Regbess, Welcomeland, Erickville
= Counties: Zeeter, Canaba and Denti
= Date Type: Count date
= Time period: 2/12/2011 - 2/12/2014
= GENType: G15185

Generate Reports

Generate Reports

To generate 3 Report, enter the search criteriz then elick Run.
[

Note: The last T8 GIMS Surveillance Upload includes data transmitted to COC through: 02/11/2014.
By default the Change in Cluster Alert Level Report is based on ount date, Alert stats is calculated for the three
et uplo

hed nightly ané are current as of yesterday evening. GENType is not available for

TYpe: | GENType:

PeRType:
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State List of GENTypes

Generates a list of all the GENTypes present in a given
state over a specified time period (3 years by default)

Lists the number of cases with a given GENType in your
state and in the rest of the United States

State list includes all GENTypes including unique cases
(not clustered)

Recommendation: Generate this as the first TB GIMS
report as a reference list for all genotypes
jurisdiction

State List of GENTypes

(Generate Reports

To generate s Report, enter the search criteria then click Run,

Note: The |ast TE GIMS Survillance Upload includes dats transmitted to CDC through: 0211112014,

By dafault tha Change in Cluster Alsre Lavel Report is bazed on count dats, Alsrt status is caleulated for the three.
years prior to the last surveiance upload dats.

Data in reports and maps are rafrashed nightly and are currant as of yestarday evening. GENTYpe is not available for
allzolates from before 2005,

The 125t TB GIHS Survellance Upload includes dsta
trinsmitied to CDC throughs 02/11/2014

Reports and maps only include data from this year and
the 40 prévicus calendar yem

Sort Order:

State List of GENTypes

Required

State List of GENTypes

REGBESS

Count Date

The last T8 GIMS Surveillance Uplosd includes deta
| transmitted to CDC throughs 02/11/2014
Reports and maps only include data from this year and the
10 previous calendar years.

Sort Order: ding
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State List of GENTypes

State List of GENTypes

State:ecsess

Date Type: Count Date

Date Range: 02/12/2011 - 02/12/2014 Number of GENTypes: 259

GENType PCRType ClusterName2 Spoligotype MIRU MIRU2  TotalNo. Total No. of Cases]
of Cases in Rest of US

G15185  PCRO0281  RD_D00B_001 777777777760700 223325133224 242524224225 13
G01835  PCROOD12  Kb_0002_001 000000000003771 322325173543 445644423320 7
G15165  PCROOOI3  Rs_0004_001 777777777760800 223325133224 242524224225 6
G08464  PCRO4678 A6 _0047_001 776377777560371 233225153324 341344223328 5
G15184  PCRO0291 W6 0008002 777777777760700 223325133224 242424224225 4
3
3
3

GO0010  PCRO0002 KB _0016_001  000000000003771 223325173533 444534423428
G12113  PCR18293  Re 0126001 777777607760771 123327153226 243224123226
G10285  PCRODS64  R8 _0041_001 777776777760601 224225153323 444234423337

National Distribution Report

0 This report lists the distribution of a particular genotype
among all states in the United States

0 Lists number of cases with the specific genotype as seen in
each state

o This information may be useful when examining an
uncommon GENType and exploring whether there may be
a connection to cases in other jurisdictions

National Distribution Report

Required

Type: | GENType: G15185 i

PCRType:

L]

The Last TB GIMS Surveillsnce Uplosd includes dsts
4[| trénamitted ko CDC through: 02/11/2014
Ry Reports and meps only include data from this year and the 10
Losi (BENTyge) previous calendar yesrs.

Surveilance Coverage




National Distribution Report

National Distribution of G15185

Spoligotype: 7777777760700 24-locus MIRU-VNTR: 223325133224 242524224225
Number of cases with this genotype in US (2): 15
with this genotype: 0.08 PCRType: PCR00201

Percent of all genotyped cases in the U.
Family Name: EuroAmerican (L4)

Number of States reporting this genoty]

Date Range: 02/12/2011 - 02/12/2014 Date Type: Count Date

3/7/2016

No. of caseswith Al cases with any % of all cases in state % of US cases with
this genotype in  genotype in state  with this genotype this genotype in the
state (X) [} x/v) state (X/2)
WELCOMELAND. 1 1514 0.07 6.67
116 6.67

1
13 a.28 86.67

n the report header, the Number of cases with this genotype In US (Z), does not Include the
‘ affiliated island territories.

Maps

0 Maps display the distribution of a genotype visually
= National map at the state level
= State map at the county level
= County map at the zip code level

o Choropleth map shows graded differences by colors

= Darker the colors, larger the numbers of cases with the
selected genotype
o Panning and zooming are available to facilitate better

viewing capabilities

Generate Maps

Generate Reports

Ganatype Resuls To generate a Report, enter the search criteri then click Run.

Patient Results
Note: The |25t TB GIMS Surveillznce Upload includes data transmitted to CDC through: 02/11/2014,

Slank Sate Oase Numbers| | 5y ofaulr, the Change in Cluster Alsrt Level Report is based on count date. Alert status is calculacad for the three

Biank Surveliance years prior to the last surveillance upload dats,
Dats in reports and
all isoltes from before 2005,

Tyee:  GenType: G15185

PCRType:

of FCRTy;
Cluster aier Lavel (GENTypes)
Cluster Ajer Level (FCRTypss)

maps are refreshed nightly and are current as of yesterday evening. GENType is not awailable for




National Map

Type:  GENTypa: G15185

PCRType:

Date Type: Count Date

The 1634 T8 GIMS Surveillunce Uplosd includes duts
{4 [ trensmitted to COC throughs 02/13/2014
Reports and maps only include dat from this year and the 10
previows Calndar yesra.

National Map

G15815, National, February 12, 2011 - February 12, 2014
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Regbess -

State Map

G15815, Regbess, February 12, 2011 - February 12, 2014
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County Map

(G15815, Zeeter, Regbess, February 12, 2011 - February 12, 2014

"~ Zipcode:12345

Total cases:13

o 2011RB234566661,

\’\ e SCN: 2010RB123456789,

\
. 2011RB223456793, 2011RB223456794,

Zeeter county ™ ,011RBa23456778, 2012RB223456752,
- . 2013RB234456790, 2013RB4223456791,
2013RB5555456792, 2014RB2234567931,

2014RB2234567939, 2014RB223456777

Surveillance Summary Report

0 Tabular format for comparison of select demographic,
risk and epidemiologic characteristics between

= Number of TB cases in a specified jurisdiction and rest
of the state
OR
= Number of TB cases in a specified jurisdiction and the
uU.s.
0 Recommendation:Generate this report to summarize and
compare a cluster within and outside a jurisdiction of
interest

Surveillance Summary Report

Required

CeNType: G15185

Comparison 1__

Group: tof e,

The st T8 GI Survellance Uplond includes data
: (= iranbmitiad to COC hrougihs 03/ 1173014
Date Range: Raparts tnd eitpa only nchude dits ar this yetr and the 10
Provous calindar pears.
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Surveillance Summary Report - Page 1

Surveillance Summary of G15185

g use njcting/mon-injectin)

otes County: ALL reors i the covatis i thesate.

Surveillance Summary Report - Page 2

Surveillance Summary of G15185

State: ReGBEss Family Name: EuroAmerican (L4)
ounty: AL City: NA
PCRType: PCRO0291
spoligotype: 777777777760700 24-locus MIRU-VNTR: 223325133224 242524224225
Date Range: 02/12/2011 - 02/12/2014 Date Type: Count Date

Other us

Drug Suscept y Results n
Susceptible to initial testing of

first line drugst

INH resistant only

RIF resistant only

PZA resistant only

MoR? ——)

xoR>

Other resistance patternt

Missing/unknown for first line of drugs®

TOTAL

1.Includes INH, RIF, and ETH. PZA Is Included when results are avallable.
2.MDR indicates resistance to at least RIF and INH. May be resistant to other drugs, but not meet criteria for XDR.
3.XDR indicates resistance to RIF, INH, any flourquinolone and at least one injectable T8 drug.

4.Any other combination of resistance patterns to the four first line drugs that do not fit into other categories.
5.Any patient with unknown/missing for RIF, INH or ETH, with or without PZA results.

Surveillance Summary Report - Page 3

Surveillance Summary of G15185

State: Regeess Family Name: EuroAmerican (L4)
ou City: NA

Region: NA PCRType: PCR00291

Spoligotype: 7777777760700 24-locus MIRU-VNTR: 223325133224 242524224225

Date Range: 02/12/2011 - 02/12/2014 Date Type: Count Date

Country of Birth for the

REGBESS Other US
Country

=
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Surveillance Summary Report - Page 4

Surveillance Summary of G15185

State: Receess Family Name: EuroAmerican (L4)
city: NA
PCRType: PCRO0291
Spoligotype: 777777777760700 24-locus MIRU-VNTR: 223325133224 242524224225
Date Range: 02/12/2011 - 02/12/2014 Date Type: Count Date

Time in the U.S. for Foreign-Born Cases
Time in the U.S. Regbess Other US
(years) n
) <
2-5
25

Unknown

Tora

Epidemic Curve

0 Histogram of TB cases of a particular genotype
= In a specified jurisdiction (county or state)

Tyee: Gentype: G15185 ¥

Epidemic Curve

o Curve Interval options available are quarter (default), month or Year

Regbess TYPe!  GENType: G15185

Ssiect a Siate

[Cuarter
=

The last TH GIMS Surveillance Uplass includes data
i 12t [ irinsritisd ta CDC throwgh: 02/3572014
Date Ranges 0212201 Reparts and mips only include diti from this year snd
the $0 previous calender yes
weam

10



Epidemic Curve

Epidemic Curve for G15185

State: REGBESS.
County: ALL

Region: NA

Spoligotype: 7777777760700
Interval: Quarter

- 021212014

Number of cases: 13
PCRType: PCRO0291

24-locus MIRU-VNTR: 223325133224 242524224225
X-axis: Count Date

DateType: Count Date

Number of Casos.

County List of GENTypes

List of all GENTypes reported by county
Includes Log-likelihood Ratio (LLR)

= Measure of geographic concentration of the genotype

= In given county compared to rest of U.S.in preceding 3-year period
LLR values translated into alert levels

= “High” (for 3-year county LLR >10)

= “Medium” (LLR >5 and <9.99)
= “None”(0-4.99)

Higher the alert level, the more likely it represents

recent TB transm

= Use to prioritize clusters for investigation
= Outbreak detection and response

County List of GENTypes

Courty Listof GENTypes
Regbess
Seisat s County

Count Date

=| oz

(enay

Required

TYPS:  GENType: G15185

The lst T8 GIMS Surveillance Uplosd includes dota
== transmitted to CDC through: 02/11/2014
Reparts and maps only include data from this year and the
10 previous calendr ye

[
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County List of GENTypes

County List of ALL GENTypes.
State: REGBESS

Date Type: Count Date
Date Range: 02/12/2011-02/11/2014 Number of GENTypes: 255

GENType  PCRType County Spoligotype  MIRU  MIRU No. of y Alert
Cases in Level*
County

PCRIZIT  Canabs MLO008_001  TTTTITITIISID  223ustanae 2e2saeaids i o High
Zester MLO0DS 001 TTTTITTITOOC00 223325133224 242504204205
Lomey MLOOT_001  TIRHTTTIISHON 23OSISH4 41344223008
Zeeter MILO002.001  0000000O000STT1 322305173543 445544423329
Denti MO0 001 TITTISTITIRITI 2242251536 43434423636
Denti MLOI7001  TTTTITTITIGOT 223125154304 242424223625
Zeeter ML008S 001 TTTTTTITITGNT 228305163423
MLO00S 002 TTTTTTITITEIT 22308131 142506223623

Nane mludes o LLRS 28 wel 36 LLRS 1t are ot applatie o genarated for 1 case n 3 county

Change in Alert level

o List of all clusters in the jurisdiction with recent change
in alert level

= Change in alert levels (from None to Medium or High, or from
Medium to High) within the last three months
= Increase in number of cases

Type:  Genype:

PCRType:

ter dlert Lovel (FCRTypes)
GENTyps)

o
Ganotyping Surusitzncs Cat
[T

Change in Cluster Alert Level

0O Generated at state level for all clusters
o Available on Homepage
0 Can be saved or printed in PDF or Excel formats

Required

Report: g in Cluster Alert Level (GENTypes =
State: Regbess
County: Seiect a Gounty.

Report Type:

3/7/2016
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Change in Cluster Alert levels

Change in Cluster Alert Level Report (GENTypes)

State: Regbess County: ALL
Alert level ch: ted during this time : -2/12/2014

State  GENType County Change in Change in Date Alert was
Alert Level No. of Cases generated
Reghess  G15185 CANABA Medium > High 4->13 02/12/2014
Go1835 e None > High 0>¢ 0211472014
5165 e None - Medium 36 /142018

GoBa6a Lomey

None —» Medium 25 021212014
11100 DENTI None —> Medium 157 02/12/2014

* The Alert Level categories are a representation of the 3-year county LLR High: 3-yr LLR of 10 +: Medium: 3yr LLR of 5 - 9.96;
None: 3-yr LLR of 0 4.98.

LogHikelihood rati (LLR) is a measure of the geographic cancentration of a county genotype cluster compared with the natonal
average The higher the LR, the greater the chance that the.

None includes low LLRs as well as LLRs that are not appiicable or generated for 1 case in a county.

Alert Level: NA - There are no changes in cluster alert levels.

Training Materials

nfers for Dissase Cortrol and Preverfion

Titress Gty Tfoe i iigeart Bt Vcsou 19
=

Tubereulosis Genayping nfomaton Hanagerent Systen

Reperts and Tools Overviow.

Reports

Thank you!

bgenotyping@cdc.go
dtbesupport@cdc.gov

TB GIMS Help Desk: 1-888-300-4261

/AIDS, Viral Hepat

Division of Tuberculosis Elimination
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